
−1.9

−0.08

1.74

3.56
axonogenesis

G
S

Z
MLH1_normHNPCC
MLH1_adenomaHNPCC
MLH1_cancerHNPCC
other_normHNPCC
other_adenomaHNPCC
other_cancerHNPCC

S100A6
BCL11B

BCL2
RAB10
TOP2B

PTPN11
STMN1

DVL1
RAB8A

RTN4
MAP1B
FLOT1
APBB1
UCHL1
PARD3

NTN1
NDN

FGFR2
OGN

S100B
FMOD

APP

−0.6 0.6∆ e



−4

−2

0

2

4

6

axonogenesis
G

S
Z

on
−
off

# features = 105

1

2



M
LH

1_
no

rm
H

N
P

C
C

M
LH

1_
ad

en
om

aH
N

P
C

C

M
LH

1_
ca

nc
er

H
N

P
C

C

ot
he

r_
no

rm
H

N
P

C
C

ot
he

r_
ad

en
om

aH
N

P
C

C

ot
he

r_
ca

nc
er

H
N

P
C

C

−6

−4

−2

0

2

4

6

axonogenesis
G

S
Z


